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Abstract: Objective To analyse the expression characteristics, prognostic value and clinical significance of
phospholipase A2 group Il D (PLA2G2D) in patients with ovarian serous cystadenocarcinoma (OSC). Methods ~ Sixty-
five OSC patients were selected, who were surgically treated in The People's Hospital of Danyang between January 2019
and January 2022. PLA2G2D expression characteristics and prognostic value in OSC were analysed by various public

databases and immunohistochemistry (IHC). The association between PLA2G2D expression and tumour-infiltrating
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immune cells in OSC was analysed by TIMER2.0 database. PLA2G2D co-expressed genes were analysed by Pearson's
test and functionally enriched signalling pathways were analysed. Predictive OSC patient prognostic column line plot was
constructed based on the TCGA-OSC cohort. Survival curves for 65 OSC patients were constructed based on Kaplan-
Meier, and associations between clinical variables and prognosis were analysed using univariate and multivariate Cox
regression. Results PLA2G2D RNAseq and protein levels were increased in OSC tissues and overall patient survival
was higher (P<0.05). PLA2G2D RNAseq expression in OSC showed a significant positive correlation with macrophages
(r=0.472), dendritic cells (+=0.331) and NK cells (+=0.274) and a negative correlation with B cells (=—0.194) and
neutrophils (r=—0.125), all of which were statistically significant (P<0.05). PLA2G2D was enriched in signalling
pathways such as inflammatory response, leukocyte activation and positive regulation of immune response. Column line
graphs constructed based on the TCGA-OSC cohort were effective in predicting 1-, 3-, and 5-year survival of OSC
patients. The 5-year overall survival (OS) and recurrence-free survival (RFS) of patients in the PLA2G2D high-expression
group was higher than that of the low-expression group (P<0.001). The results of multifactorial Cox risk regression
showed that PLA2G2D expression was an independent influencing factor for DFS[hazard ratio (HR)=0.412, 95%
confidence interval (CI) 0.253~0.672, P<0.001] and OS (HR=0.354, 95%CI 0.173~0.724, P=0.004) in OSC patients.
Conclusions PLA2G2D is highly expressed in OSC and is associated with a better prognosis, which may be related to
its regulation of the abundance of immune cell infiltration in the tumor microenvironment, suggesting that PLA2G2D may
serve as a potential prognostic biomarker and therapeutic target for OSC patients.
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Fig.2 Typical IHC images of PLA2G2D protein expression in 4 OSC patients
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Fig.3 Immunological infiltration of PLA2G2D in OSC
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Tab.1 Results of univariate and multivariate Cox risk regression analyses of recurrence in patients with OSC

Characteristics

Univariate analysis

Multivariate analysis

HR(95%CI) P value HR(95%CI) P value
PLA2G2D expression 0.400(0.250~0.640) <0.001 0.412(0.253~0.672) <0.001
Age 1.057(1.024~1.091) 0.001 1.038(1.005~1.072) 0.023
Tumour size 1.191(1.059~1.339) 0.004 1.094(0.977~1.226) 0.120
TNM stage (I ~1I vs. M~IV) 1.780(0.917~3.453) 0.088
Extra-ovarian metastases (yes vs. no) 1.574(0.835~2.966) 0.161
Tumour distribution (unilateral vs. bilateral) 0.996(0.532~1.866) 0.990
Grade(G1 vs. G2+G3) 0.718(0.384~1.342) 0.299

&2 OSCEERTHREERMESER Cox NEEIFHHTER

Tab.2 Results of univariate and multivariate Cox risk regression analyses of mortality in OSC patients

Univariate analysis

Multivariate analysis

Characteristics
HR(95%CI) P value HR(95%CI) P value

PLA2G2D expression 0.325(0.163~0.647) 0.001 0.354(0.173~0.724) 0.004
Age 1.062(1.029~1.097) <0.001 1.039(1.005~1.074) 0.026
Tumour size 1.208(1.065~1.370) 0.003 1.099(0.973~1.241) 0.131
TNM stage (I~ vs. MM~IV) 1.354(0.639~2.869) 0.429

Extra-ovarian metastases (yes vs. no) 1.388(0.663~2.906) 0.385

Tumour distribution (unilateral vs. bilateral) 0.914(0.436~1.915) 0.811

Grade (G1 vs. G2+G3) 0.798(0.384~1.661) 0.547
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